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Annotated loci: HGT 1/1; CORE 20/25. 96 terms tested; 0 at FDR < 0.05.

b

Filled: FDR < 0.05
Point area: HGT locus count

o}

o

T T T
0.0 0.5 1.0

-logl0(BH-adjusted P)

T
1.5



