
HGT
(n=1)

CORE
(n=32)

MMSH
(n=1)

0.18

0.20

0.22

0.24

0.26

n<3

n<3

CAI

HGT
(n=1)

CORE
(n=32)

MMSH
(n=1)

0.15

0.10

0.05

0.00

0.05

0.10

0.15

n<3

n<3

CBI

HGT
(n=1)

CORE
(n=32)

MMSH
(n=1)

0.325

0.350

0.375

0.400

0.425

0.450

0.475

0.500

n<3

n<3

Fop

HGT
(n=1)

CORE
(n=32)

MMSH
(n=1)

47.5

50.0

52.5

55.0

57.5

60.0

62.5

n<3
n<3

Nc

HGT
(n=1)

CORE
(n=32)

MMSH
(n=1)

0.35

0.40

0.45

0.50

0.55

0.60

0.65

0.70

n<3

n<3

GC3s

HGT
(n=1)

CORE
(n=32)

MMSH
(n=1)

0.425

0.450

0.475

0.500

0.525

0.550

0.575

0.600

n<3

n<3

GC

HGT
(n=1)

CORE
(n=32)

MMSH
(n=1)

1.0

0.5

0.0

0.5

n<3
n<3

Gravy

HGT
(n=1)

CORE
(n=32)

MMSH
(n=1)

0.04

0.06

0.08

0.10

0.12

0.14

0.16

n<3 n<3

Aromo

Codon usage: HGT vs CORE vs MMSH_OUT


